APPLICATION OVERVIEW

&
BECKMAN
COULTER

Life Sciences

@ BiomekIC kDT /LDNASATSURERRD
BEMEN BISTHREDIE

. Biomek i-SeriesIC& lllumina TruSeq DNA PCR-free B> FILEARDBEN L

Introduction

lllumina TruSeg DNA PCR-Free Library Preparation kitl& PCREmREZME S U7RU) Paired-End Library A&
FA+vbhTd, CORXTFONIILOET,. Solid Phase Reversible Immobilization (SPRI) E=XT=ZAU—[FH
AREBLUIYaVhoBRTEICESDF CHICHAVLSNTVEY, CNSOITREEFEANNHNUEEI AES|ITRILD
TWVTENS, Biomek [CXBEEED;FRANHEFCEFR T, BiomekBEDETTI—IAT— a3V A SSHOY
VIIWFETERILEWT Y FILBITH R UDD, Y PIVARDIRTOIEEEE)LagETd. A7 SUsr— 3
[CH2T. BIHOARTIERUICZDEFY—T V-t TR EDTEDSA T TURRETE, FZEG Y )Lz
AUV BRZBUCZDRENRILESNTVNET, CORIRETAERT SUr— 3V (EIllumina TruSeg DNA PCR-
Free Sample Preparation Kit (lllumina P/N FC-121-3001, FC-121-3002 or FC-121-3003) O LT/N\—3J3>&
HTN\—3>OWaNICEHHRLTWNET,

ZCOBEET7 PUT—avId Biomek @B THEATRELBOTHEY, BRBEBEQRTR—bF—LAICKIDRRFEAZE
BUC, LTFOKRSBECHERZINRT SN TLETT,

o EEINIED—T70—-ICLDT—IREDME L

o ORAMEBICDOBN DK DHEES ADEE

o (EERBODERERIL—y D[ E
Spotlight: Biomek i5 Span-8 Genomics Workstation
LIRDY AT MER TSRS Y VAR FEDHRILZRIBLUE T,

« 1~1000 ULOHEEE ¢ :
. BA2SORYYIVDEF /ST 4 / P
. BYFILEROIHDY T—H—. BEILF I, // Tt " P
F o U ‘
© ATVIVPATL N |
- Ivog—YJv— ‘

- FUTFvE H—TITATS—DIFEE
(Biometra T-RobotZ/zlEFThermo ATC)

T-Robot

Figure1l. T2 0—3Y v —%9 4 D Biomek i5 Span-8 Genomics
Workstation (BRAFAICEE). BR2BEEEHDOF Y FvF T—TILTATS5—
'ATVavEH LT YFLUA TN,

i-Series ACCELERATED WORKFLOWS. Faster Discovery. I1




Demonstrated Method Interface (DMI):
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Enter Number of Samples: |96 | 1-26 samples

Use On-Deck Thermocycler? No v

Perform End Repair and Size Selection Procedure? ¥

Size Option: | 350bp inserts ¥
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Modular Design:
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Cleanup Fragmented DNA S e e e o Vg i g o | DN
Repair
End Repairand Size Salection
Atailing,Ligation 1 hr 26 mins 1 hr 47 mins 2 hr 28 mins
Adenylate 3'Ends
Hands on Time 15 mins 15 mins 15 mins
Ligationand Ceanup 1& 2
Total Method Run Time 3 hr 25 mins 4 hrs 10 mins 5 hrs 32 mins
@ ety **Timing does not include thawing of reagents
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Experimental Design and Results
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